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ABSTRACT. Sarcoidosis is a systemic granulomatosis of unknown etiology despite being described over 100 years
ago. While both genetic predisposition and environmental exposures have been proposed as playing a role in
this disease, there have not been any systematic investigations of gene-environmental interaction in this disease.
In the ACCESS dataset, detailed environmental histories and high resolution HLA class II typing were per-
formed on 476 cases of newly diagnosed sarcoidosis and 476 matched controls from the patients’ community.
We evaluated gene-environmental interactions in exposures or HLA class II alleles that were present in > 5%
of the population and had an odd ratio of > 1.0. Four exposures and four HLA Class II alleles met these crite-
ria and were evaluated. Significant interaction was observed between HLA DRB1*1101 and insecticide expo-
sure at work (p < 0.10) and suggestive interaction was observed between HLA DRB1*1101 and exposure to
mold and musty odors and DRB1*1501 and insecticide exposure at work (P < 0.15). In addition, HLA
DRB1*1101 and insecticide exposure at work was associated with extrapulmonary sarcoidosis, specifically car-
diac sarcoidosis and hypercalcemia (p<0.05) and HLA DRB1*1101 and exposure to molds and musty odors was
associated with pulmonary only sarcoidosis (P < 0.05). These studies suggest that sarcoidosis is due to an in-
teraction of genetic predisposition and environmental exposure in at least some cases of sarcoidosis. Future
studies in defined phenotypes of sarcoidosis may be necessary to define environmental and genetic associations
with sarcoidosis. (Sarcoidosis Vasc Diffuse Lung Dis 2008; 25: 125-132)
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ronmental exposure and/or that there is a genetic
predisposition (1).

Because of the frequency of pulmonary involve-
ment in sarcoidosis, environmental agents that
might enter through the respiratory tract have been
postulated as the etiologic agent in this condition
(e.g.. mycobacterium (2) and pine pollen (3)). Un-
fortunately, no single exposure has yet been shown to
be convincingly associated with a majority of sar-
coidosis cases (4). Cigarette smoking, the only agent
with repeatable associations with sarcoidosis, has
been shown to be negatively associated with sar-
coidosis (4). The inability to identify a specific etio-
logic agent in sarcoidosis has led to the speculation
that multiple environmental agents, rather then a
single one may be associated with sarcoidosis (4).

A genetic predisposition to sarcoidosis has been
suggested by familial studies (5-7). Since the 1980’s
studies have attempted to identify HLA antigens
and molecules associated with sarcoidosis (reviewed
in (8)). In addition, a recent genome wide search for
genes associated with sarcoidosis suggested that the
HLA region was the area with the highest lod score
(9). In the most comprehensive study to date, we
found significant HLA associations with the DRB1
locus in patients with newly diagnosed sarcoidosis
(8).

Immunopathologically, sarcoidosis appears to be
mediated by CD4+ T cells, since they have been con-
sistently found at the sites of disease activity (10).The
HLA class II molecules play an important role in the
ability of CD4+ T cells to respond to antigenic stim-
uli (11). On antigen presenting cells, HLA class II
molecules bind and present antigenic peptides to im-
munologically competent CD4+ T lymphocytes.
Thus, the HLA class II molecule is part of the pro-
tein complex to which the T lymphocyte responds.
In addition, the affinity of an HLA molecule for a
specific antigenic peptide has marked variability.
Thus, the ability of an individuals HLA molecule to
bind specific peptides may determine that individ-
ual’s susceptibility to disease and/or hypersensitivity.

Because of the important role that HLA mole-
cules play in antigen recognition, we decided to re-
view the high resolution HLA class II typing that
was performed in the ACCESS study and the de-
tailed environmental questionnaire, to determine if
we could detect gene-environmental interactions in
sarcoidosis.

METHODS
Study Design

Blood specimens were collected prospectively
from patients and matched controls who were en-
tered into a case control etiology study of sarcoido-
sis (ACCESS) (12). Between November 1996 and
June 1999, 736 cases with 706 matched controls
were entered into the study. HLA studies were only
performed on the first 474 cases and matched con-
trols. All cases and controls completed informed
consent in accordance with a protocol approved by
the Institutional Review Boards of all participating
centers.

Cases

Cases of sarcoidosis were recruited prospective-
ly within geographic regions surrounding the ten
participating clinical centers between 1996 and 1999
and the criteria for entry was previously described
(12). Specific phenotypes of sarcoidosis were deter-
mined with an instrument developed by the AC-
CESS group (13). The clinical characteristics of the
study patients were reported elsewhere (14) and
shown in table 1.

Controls

Controls were recruited by random digit dialing
(RDD) methods (12, 15, 16) from within the same
geographic region as cases. Controls were matched
to cases on the basis of age (within five years), gen-
der, and self-reported race and ethnicity. Controls
were excluded if they reported a history of sarcoido-
sis or medical conditions that made the determina-
tion of sarcoidosis uncertain (e.g., granulomatous
hepatitis, idiopathic uveitis).

DNA Preparation and HLA Analsysis

Heparinized blood was collected from each
case/control at the time of the interview and sent by
overnight courier to the DNA Core for purification
of the DNA as described previously(8). Masked
samples of DNA were sent to the HLA typing lab-
oratory for analysis of HLA Class II alleles. Locus
and allele-specific amplifications of genomic DNA
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Table 1. Characteristics of Study Population ( n= 736)

% of
population
Matched Criteria
Age
< 40 years 46%
>=40 54%
Gender
Males 36%
Females 64%
Race
White 53%
Black 44%
Other 3%
Clinical characteristics
X-ray Stage
0 8.3
1 39.7
2 36.7
3 9.8
4 5.4
% predicted Vital Capacity
<50% 2.5
50-69% 11.1
70-79% 17.6
>80% 68.8
% predicted FEV1
<50% 3.8
50-69% 16.5
70-79% 17.6
>80% 62.2
FEV1/FVC, absolute %
<50% 0.8
50-69% 13.2
70-79% 39.0
>80% 46.9
Organ involvement
Lungs 95.0
Skin 15.9
Lymph node 15.2
Eye 11.8
Liver 11.5
Erythema nodosum 8.3
Spleen 6.7
Neurologic 4.6
Parotid/Salivary 3.9
Bone Marrow 3.9
Calcium 3.7
ENT 3.0
Cardiac 2.3
Renal 0.7
Bone/Joint 0.5
Muscle 0.4

were performed for DRB1-, DRB3-, DRB4-,
DRB5-, DQB1- and DPB1-associated alleles as de-
scribed earlier (8).

Data Collection

Data for cases and controls were collected in
face-to-face interviews. Cases and controls complet-
ed the same exposure questionnaires. Interviewers
were not blind to case/control status.

Questionnaire Instrument

The questionnaire was designed to identify ac-
tivities and occupational agents that could plausibly
cause sarcoidosis or other granulomatous diseases. In-
terviews followed proposed scripts. The occupational
and environmental questions were embedded in larg-
er questionnaires that also included questions regard-
ing demographics, family history, access to health
care, and scales measuring psychological variables and
socioeconomic status (17), helping to blind subjects
to our hypotheses. In brief, the questionnaire pertain-
ing to occupational and environmental hypotheses
consisted of 1) dichotomous questions concerning
specific jobs, hobbies, and exposures both at home
and at work, 2) a structured interview to obtain a de-
tailed chronology of jobs held for at least six months,
and 3) tobacco use based on the American Thoracic

Society (ATS) standardized questionnaire (18).

Statistical Evaluation

ACCESS data were analyzed using matched
case-control analysis methods. Analyses of categorical
variables used McNemar’s Test (19). Matched logistic
regression analyses were performed using the methods
described in Breslow and Day (20). The PHREG pro-
cedure in SAS was used to analyze these data.

A stepwise logistic regression was used to obtain
the most parsimonious model that relates alleles or
amino acid epitopes to sarcoidosis or environmental
exposures to sarcoidosis. Some of the variables men-
tioned above were present in very low frequencies.
The inclusion of these variables resulted in singular
information matrices that destabilized the model
that was being generated. The variables resulting in
singularities that destabilized the model were ex-
cluded from the logistic regression. Because of the
limited power to do interaction analyses in a case-
control study of 474, only alleles/amino-acid
residues or environmental exposures that had signif-
icant association with sarcoidosis (p<0.05), odds ra-
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tio greater than 1.0 and were present in 5% of the
control population were entered into the interaction
analysis. Because the test of interaction measured
whether of not the interaction of the odds ratio of
the gene and environmental effects was super-multi-
plicative and not super-additive (a very stringent cri-
terion), a p value of < 0.1 was considered significant
and a value of < 0.15 was considered suggestive.

To address whether specific combinations of an
allele and environmental exposure were associated
with a clinical phenotypic of sarcoidosis, a chi-
square test was performed to test whether the clini-
cal phenotype was equally prevalent in sarcoidosis
patients who had the allele and environmental expo-
sure compared to those who did not have the allele
and environmental exposure. The significance level
for the p-value for these associations was set at 0.05.

REesuLts
HIA Results

The results of the analysis of the HLA Class II
typing that was done in the ACCESS study have
been reported in detail elsewhere (8). For the HLA
DRB1 locus, 53 different alleles and 60 amino acid
residue polymorphisms were identified. 10 of these
alleles and 14 amino acid residues had a univariable p
< 0.10. For the HLA DQB1 locus, 19 different alle-
les and 51 amino acid residues were identified and 2
alleles and 7 amino acid residues had a univariable p
< 0.10. For the HLA DPB1 locus, 41 different alle-
les and 33 different amino acid residues were identi-
fied and only 1 allele and 3 amino acid residues had a

univariable p < 0.10. The presence of a DRB3 or
DRB4 allele had a univariable p < 0.10 and only the
presence of the DRB3*0101 allele among the 4
DRB3 alleles identified was associated with a uni-
variable p < 0.10. To determine independent candi-
date HLA Class II alleles or amino acid residues that
might interact with specific environmental exposures,
a logistic regression was performed (Tab. 2). Only 4
HLA Class II alleles or amino acid residues were
identified that were significantly associated with sar-
coidosis (p < 0.05), present in 5% of the control pop-
ulation, and had an odds ratio of greater than 1.0.

Environmental Questionnaire Results

The detailed results of the environmental ques-
tionnaire in ACCESS have been reported elsewhere
(4). Because those results were performed for the co-
hort of 706 cases and controls, the analysis was re-
peated in the 474 cases and controls for which HLA
typing was available. Of the 702 variables that were
screened, at the 0.1 level, 57 were significant in
whites, 59 in blacks, 50 in males and 73 in females.
The results of the logistic regression (Table 3) in this
subgroup were similar to the results of the logistic
regression in the entire cohort. Only four environ-
mental exposures were significantly associated with
sarcoidosis (p < 0.05), present in 5% of the controls
and had odds ratios greater than 1.0.

Interaction of Environmental Exposures and HILA
Class II Alleles or Amino acid Residues

The four HLA Class II alleles or amino acid

residues and the four environmental exposures

Table 2. Forward Logistic Regression Analysis of the Association of HLA DRB1, DRB3, DQB1, and DPB1 Alleles and Amino Acid

Residues and Sarcoidosis

HLA Allele or AA residue % Cases % Controls Odds Ratio (95% CI*) P Value
Associated with Sarcoidosis

DRB1*1101 22.36 13.08 2.68 (1.78-4.03) < 0.001
DRB1*0402 3.80 1.69 4.59 (1.76-12.0) 0.002
DRB1*1201 8.02 4.43 2.62 (1.38-4.95) 0.003
DRB1*1501 21.52 14.13 1.84 (1.22-2.77) 0.004
DRB3*0101 33.12 26.58 1.60 (1.16-2.20) 0.004
DPB1-V* 51.27 48.73 1.56 (1.14-2.12) 0.005
DRB1*1401 7.59 4.64 2.29 (1.21-4.34) 0.011
Associated with Controls

DRB1-H® 17 23 0.32 (0.12-0.87) 0.026

* CI = confidence interval
Alleles in bold were utilized in the gene-environmental interaction
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Table 3. Backward Logistic Regression Analysis of the Association of Environmental Exposures and Sarcoidosis

Environmental Exposure % Cases % Controls Odds Ratio (95% CI*) P Value
Associated with Sarcoidosis

Insecticide, occup - ever 22.57 15.19 1.82 (1.29-2.57) 0.001
ial.7.2 industrial organic dusts 5.06 211 3.50 (1.67-7.33) 0.001
Job teaching middle school or high school - ever 9.07 6.33 1.98 (1.22-3.20) 0.006
Exposure to musty odors - ever 35.44 29.96 1.49 (1.11-1.99) 0.008
Job in animal lab 0.84 0.21 32.79 (2.37-453.50) 0.009
Job as rubber factory worker - ever 1.27 0.21 14.57 (1.47-144.66) 0.022
Used humidifier - in the reference period 43.88 35.44 1.36 (1.04-1.77) 0.024
52 Building mat and hardware 1.69 0.63 3.23 (1.10-9.52) 0.033
Associated with Controls

Smoke cigarettes now 7.81 30.80 0.13 (0.08-0.20) <0.001
Exposure to child care - ref 49.16 58.44 0.57 (0.44-0.75) <0.001
Job as DP/typist/programmer - eve 32.28 37.13 0.57 (0.44-0.75 <0.001
Exposure to hot tubs -ref 31.43 34.39 0.65 (0.49-0.86) 0.003
Feathers/down - ever 71.52 76.16 0.66 (0.49-0.89) 0.007
83 Social services 10.97 15.40 0.59 (0.39-0.87) 0.009
Exposure as hosp vol - ever 7.38 8.86 0.55 (0.34-0.88) 0.013
Fish (tank > 10 gal) - ever 28.06 37.13 0.72 (0.55-0.94) 0.014
0al.1 metal dust / metal fume ass 10.55 13.92 0.61 (0.40-0.91) 0.017
Cats - ref 25.11 33.97 0.73 (0.54-0.98) 0.036

* CI = confidence interval
Exposures in bold were utilized in the gene-environmental interaction

identified above were studied to determine whether
or not they were positively associated with sar-
coidosis. The presence of HLA DRB1*1101 and a
history of insecticide exposure at work significant-
ly (p < 0.10) interacted (Fig. 1A) with the com-
bined genetic and exposure variable, resulting in an
odds ratio of 5.82. HLA DRB1*1101 (Fig. 1C) al-
so had a suggestive interaction with exposure to
molds or musty odors (p = 0.135). Interestingly, oc-
cupational insecticide exposure (Figure 1B) also
had a suggestive interaction with HLA DRB1*1501
(p = 0.124).

Phenotype of disease identified by gene-environmental
interactions

Having identified gene-environmental combi-
nations that appeared to interact in the predisposi-
tion for sarcoidosis, we asked if these gene-environ-
mental combinations would identify a specific phe-
notype of newly diagnosed sarcoidosis. This analysis
yielded an occupational insecticide exposure and
DRB1*1101 association with extrapulmonary sar-
coidosis, specifically cardiac sarcoidosis and hyper-
calcemia (Tab. 3). However, DRB1*1101 and expo-
sure to molds or musty odors was associated with
pulmonary only sarcoidosis. No specific phenotype

of sarcoidosis was associated with DRB1*1501 and
occupational exposure to insecticides.

DiscussioN

While it has been postulated for many years
that sarcoidosis is caused by an environmental expo-
sure in a genetically predisposed host, this is the first
study to investigate gene-environmental interactions
in sarcoidosis. Our findings suggest a role for a gene-
environmental interaction in either etiologic or phe-
notypic expression of sarcoidosis. We found that
gene-environmental combinations not only in-
creased the risk for sarcoidosis but also increased the
risk for specific phenotypes of sarcoidosis. This ob-
servation may explain the difficulty there has been in
identifying causative agents in sarcoidosis. Unless
populations with similar genetic predispositions are
studied, similar environmental exposures may not be
identified.

In this study only a limited number of genetic
polymorphisms and environmental exposures were
identified. Because only 474 case-control pairs were
studied, this investigation had limited power to de-
tect gene-environmental interactions of genetic
polymorphisms or environmental exposures of low
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frequencies. In addition, the test for interaction de-
termines if the product of the odds ratio of the ge-
netic effect and the environmental effect is less than
the odds ratio of the interaction effect. Statistical
tests to determine if the sum of the odds ratio of the
separate effects is less than the odds ratio of the in-
teraction effect are not well developed. We compen-

No Yes
Presence of DRB1*1101

Yes
Presence of DRB1*1501

B. HLA DRB1*1501 and occupational insecticide exposure

Hazard Ratio 21

Mo Yes
Presence of DRB1*1101

C. HLA DRB1*1101 and exposure to molds or musty odors

Fig. 1. The interaction of specific HLA Class II alleles and envi-
ronmental exposures are illustrated. The hazard ratio is on the Y ax-
is. The presence or absence of the specific HLA allele is indicated
on the X axis. The presence of the environmental exposure is indi-
cated by the white columns and the absence of the exposure by the
black columns. A. HLA DRB1*1101 and occupational insecticide
exposure (p = 0.074). B. HLA DRB1*1501 and occupational insec-
ticide exposure (p = 0.124). C. HLA DRB1*1101 and exposure to
molds or musty odors (p = 0.135).

sated for this very stringent criterion by using p val-
ues that would not normally be considered signifi-
cant (i.e. p < 0.10). Clearly, the observations in this
study will have to be replicated.

We also determined if the interactions were as-
sociated with a specific phenotype of sarcoidosis at
presentation. Two of the three interactions were as-
sociated with specific phenotypes of sarcoidosis.
This finding suggests that the interactions found in
this investigation might be real. Future studies can
be designed to test the hypothesis that DRB1*1101
and exposure to molds and musty odors is associated
with pulmonary only sarcoidosis and that
DRB1*1101 and occupational exposure to insecti-
cides are related to cardiac sarcoidosis and hypercal-
cemia in sarcoidosis.

Insecticides have been associated with sarcoido-
sis in two previous studies (4, 21), however, this is
the first study to associate insecticide exposure to
cardiac sarcodosis or hypercalcemia in sarcoidosis.
Insecticides and pesticides have been associated with
diabetes, asthma, pancreatic cancer and leukemia in
a cohort of Australian workers (22) In addition,
agent orange has been associated with dysregulation
of B and T cell function in Vietnam Korean War
Veterans (23). Finally, pesticides have been associat-
ed with contact dermatitis (24) and multiple chemi-
cal sensitivities (25). Thus, a detailed investigation of
the role of pesticides in sarcoidosis, particularly
those with cardiac involvement or hypercalcemia
might be warranted. However, despite the high odds
ratios observed in the gene-environmental interac-
tion with hypercalcemia (3.6) and cardiac sarcoido-
sis (4.8), the interaction only accounted for 4 of 22
cases of hypercalcemia and 3 of 13 cases of cardiac
sarcoidosis in this sample.

The association of molds and musty odors with
pulmonary only sarcoidosis is not surprising since
molds have been associated with hypersensitivity
pneumonitis (26). Over 58% of individuals who had
both DRB1*1101 and exposure to molds or musty
odors had evidence of pulmonary only sarcoidosis,
while only 38% of individuals with one or none of
the risk factors had evidence of pulmonary only dis-
ease. In the ACCESS population this gene environ-
mental exposure was associated with 24 out of 173
(~14%) cases of pulmonary only sarcoidosis. Further
studies are needed to confirm this association and
define the possible molds involved.
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Table 4.
Form of Disease Gene-Environment Absence of gene or  Presence of gene and ~ Odds Ratio P Value
Combination environmental environmental
exposure exposure
Extrapulmonary (except skin) Insec. & DRB1*1101 44.1% (196/444) 63.3% 2.2 0.04
(19/30)
Hypercalcemia Insec. & DRB1*1101 4.1% 13.3% 3.6 0.02
(18/444) (4/30)
Cardiac Insec. & DRB1*1101 2.3% 10.0% 4.8 0.02
(10/444) (3/30)
Pulmonary Only Musty Odors & DRB1*1101 34.4% (149/433) 58.5% 2.7 0.02
(24/41)

These findings have several important implica-
tions for our understanding of sarcoidosis. First, the
data suggest that sarcoidosis is probably not a specif-
ic disease due to a single etiologic agent but is a syn-
drome caused by many agents. Specific manifesta-
tions of sarcoidosis may be determined by environ-
mental exposures that occur in genetically predis-
posed individuals. Future studies that seek to deter-
mine environmental causes of sarcoidosis should fo-
cus on phenotypic subtypes of sarcoidosis (e.g. pul-
monary only disease or cardiac sarcoidosis). The
strong association of Scandinavians with DR3 and
Lofgren’s Syndrome (27) suggest that a detailed en-
vironmental investigation of these individuals would
be fruitful. In addition, in the ACCESS study, when
a cases only analysis of environmental exposures was
performed, associations were found with pulmonary
only sarcoidosis that were not found in the initial
analysis (28) (i.e. wood burning stoves). Because of
the rarity of most forms of extrapulmonary sarcoido-
sis, multicenter collaborative studies will be neces-
sary.

ACKNOWLEDGEMENTS

We would like to thank the patients with sarcoidosis
and the individuals who served as controls who participat-
ed in the study. Without their cooperation this study
would not have been possible.

REFERENCES

1. Newman LS, Rose CS, Maier LA. Sarcoidosis. New England Journal
of Medicine 1997; 336: 1224-34.

2. Berger HW, Zaldivar C, Chusid EL. Anonymous mycobacteria in
the etiology of sarcoidosis. Annals of Internal Medicine 1968; 68:
872-4.

. Cummings MM. An evaluation of the possible relationship of pine
pollen to sarcoidosis (a critical summary). Acta Medica Scandinavica
1964; 425: 48-50.

4. Newman LS, Rose CS, Bresnitz EA, et al. A Case Control Etiologic
Study of Sarcoidosis: Environmental and Occupational Risk Factors.
American Journal of Respiratory & Critical Care Medicine 2004;
170: 1324-30.

. Iannuzzi MC. Genetics of sarcoidosis. Monaldi Archives for Chest
Diseases 1998; 53 (3): 609-13.

. Rybicki BA, Iannuzzi MC, Frederick MM, et al. Familial Aggrega-

tion of Sarcoidosis. A Case-Control Etiologic Study of Sarcoidosis

(ACCESS). Am ] Respir Crit Care Med 2001; 164: 1885-9.

Rybicki BA, Kirkey KL, Major M, et al. The familial risk-ratio of sar-

coidosis in African-American sibs and parents. American Journal of

Epidemiology 2001; 153: 188-93.

. Rossman MD, Thompson B, Frederick M, et al. HLA-DRB1*1101:
a significant risk factor for sarcoidosis in blacks and whites. Am J
Hum Genet 2003; 73: 720-35.

. Schurmann M, Reichel P, Muller-Myhsok B, Schlaak M, Muller-
Quernheim J, Schwinger E. Results from a genome-wide search for
predisposing genes in sarcoidosis. American Journal of Respiratory
and Critical Care Medicine 2001; 164: 840-6.

w

w

(=)}

~

[oc]

Ne

10. Hunninghake GW, Crystal RG. Pulmonary sarcoidosis: a disorder

1

mediated by excess helper T-lymphocyte activity at sites of disease ac-
tivity. New England Journal of Medicine 1981; 305: 429-34.

1. Klein J, Sato A. Advances in immunology: the HLA system - first of
two parts. New England Journal of Medicine 2000; 343: 702-9.

12. Group AR. Design of a case control etiologic study of sarcoidosis

1

(ACCESS). J Clin Epidemiology 1999; 52 (12): 1173-86.

3.Judson M, Baughman R, Teirstein A, Terrin M, Yeager HJ, Group
AR. Defining organ involvement in sarcoidosis: the ACCESS pro-
posed instrument. Sarcoidosis Vasc Diffuse Lung Dis 1999; 16: 75-86.

14. Baughman R, Teirstein A, Judson M, et al. Clinical characteristics of

patietns in a case control etiology study of sarcoidosis. Am J Respir

Crit Care Med 2001; 164: 1885-9.

15. Waksberg J. Sampling methods for random digit dialing. ] Am Stat

Assoc 1978; 73: 40-6.

16. Baumgartner KB, Samet JM, Coultas DB, et al. Occupational and

environmental risk factors for idiopathic pulmonary fibrosis: a multi-
center case-control study. Am J Epidemiology 2000; 152 (4): 307-15.

17. ACCESS. Design of a case control etiologic study of sarcoidosis

(ACCESS). ] Clin Epidemiol 1999; 52 (12): 1173-86.

18. Ferris BG. Epidemiology Standardization Project. Am Rev Respir

Dis 1978; 118: 1-120.



132

M.D. Rossman, B. Thompson, M. Frederick, et al.

19. McNemar Q. Note on the sampling error of the difference between
correlated proportions or percentages. Psychometrika 1947; 12: 153-7.

20. Breslow NE, Day NE. The analysis of case control studies. In W.
Davis, editor. Statistical methods in cancer research., IARC Scientif-
ic Publication. No. 32. International Agency for Research on Cancer,
Lyon, 1980: 84-119.

21. Bresnitz EA, Strom BL. Epidemiology of sarcoidosis. Epidemiol Rev
1983; 5: 124-56.

22. Beard ], Sladden T, Berry MGG, Brooks L, McMichael A. Health
impacts of pesticide exposure in a cohort of outdoor workers. Envi-
ronmental Health Perspectives 2003; 111: 724-30.

23. Kim HA, Kim EM, Park YC, et al. Immunotoxicological effects of
Agent Orange exposure to the Vietnam War Korean veterans. Ind

Health 2003; 41: 158-66.

24.

25.

26.

27.

28.

Penagos H, Ruepert C, Partanen T, Wesseling C. Pesticide patch test
series for the assessment of allergic contact dermatitis among banana
plantation workers in panama. Dermatitis 2004; 15: 137-45.

Caress SM, Steinemann AC. A review of a two-phase population
study of multiple chemical sensitivities. Environ Health Perspect
2003; 111: 1490-7.

Greenberger PA. Mold-induced hypersensitivity pneumonitis. Aller-
gy Asthma Proc 2004; 25: 219-23.

Grunewald J, Eklund A. Human leukocyte antigen genes may out-
weigh racial backgroud when generating a specific immune response
in sarcoidosis. European Respiratory Journal 2001; 17: 1046-8.
Kreider ME, Christie JD, Thompson B, et al. Relationship of envi-
ronmental exposures to the clinical phenotype of sarcoidosis. Chest

2005; 128: 207-15.

Contributors
CLINICAL CENTERS:

R.N.

Steimel, R.N.

Maria L. Padilla, M.D.; Marilyn Marshall

B.S.Pharm.; Linda Powers, M.S.

NATIONAL HEART, LUNG, AND BLOOD INSTITUTE:
Ph.D.

STUDY CHAIRMAN:
Reuben Cherniack, M.D.

STUDY CO-CHAIRMAN:
Lee Newman, M.D.

CLINICAL COORDINATING CENTER

Dotson.

CENTRAL REPOSITORY:

* Deceased.

Beth Israel Deaconess Medical Center: Steven E. Weinberger, M.D.; Patricia Finn, M.D.; Erik Garpestad, M.D.; Allison Moran,

Georgetown University Medical Center: Henry Yeager, Jr., M.D.; David L. Rabin, M.D.; Susan Stein, M.A.
Case Western Reserve University - Henry Ford Health Sciences Center: Michael C. Iannuzzi, M.D.; Benjamin Rybicki,
Ph.D.; Marcie Major, R.N.; Mary Maliarik, Ph.D.; John Popovich, Jr., M.D.
Johns Hopkins University School of Medicine: David R. Moller, M.D.; Carol J. Johns, M.D.*; Cynthia Rand, Ph.D.; Joanne

Medical University of South Carolina: Marc A. Judson, M.D.; Susan D’Alessandro, R.N.; Nancy Heister, R.N.; Theresa John-
son, R.N.; Daniel T. Lackland, Dr.P.H.; Janardan Pandey, Ph.D.; Steven Sahn, M.D.; Charlie Strange, M.D.
Mount Sinai Medical Center: Alvin S. Teirstein, M.D.; Louis DePalo, M.D.; Sheldon Brown, M.D.; Marvin Lesser, M.D.;

National Jewish Medical and Research Center: Lee S. Newman, M.D., M.A.; Cecile Rose, M.D., M.P.H.; Juli Barnard, M. A.

Uniwersity of Cincinnati Medical Center: Robert P. Baughman, M.D.; Elyse E. Lower, M.D.; Donna B. Winget

University of Iowa College of Medicine: Geoffrey McLennan, M.D., Ph.D.; Gary Hunninghake, M.D.; Chuck Dayton,

University of Pennsylvania and MCP - Habnemann University Medical Centers: Milton D. Rossman, M.D.; Eddy A. Bresnitz,
M.D.; Ronald Daniele, M.D., Jackie Regovich, M.P.H.; William Sexauer, M.D.

National Heart, Lung, and Blood Institute: Robert Musson, Ph.D.; Joanne Deshler; Paul Sorlie, Ph.D.; Margaret Wu,

Clinical Trials & Surveys Corp.: Genell L. Knatterud, Ph.D.; Michael L. Terrin, M.D.; Bruce W. Thompson, Ph.D.; Kath-
leen Brown, Ph.D.; Margaret Frederick, Ph.D.; Frances LoPresti, M..S.; Patricia Wilkins, B.S.; Martha Canner, ML.S.; Judy

McKesson Bioservices (September, 1996, to November, 1998): Steve Lindenfelser
BBI-Biotech Research Laboratories (December, 1988, to present): Mark Cosentino, Ph.D.






